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Transmission of resistance
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Smear Microscopy
Fast and Cheap
Misses 20-70% of cases
No DST

MTB Culture and DST
3-8 Week Delay
Better Sensitivity
Some DSTs Expensive and Difficult

Rapid Diagnostics
Fast but Expensive
Good Sensitivity
Incomplete DST

Diagnosis



Treatment for MDR

Access
Funding and HR Gap
Increased access

MDR Treatment Outcomes
Highly variable based on:
•Extent of DR (XDR)
•Political Will
•Treatment approach

Need for New drugs
•Development
•Clinical Trials





MDR Case Finding and Active Surveillance

Who?
High risk groups
•TB Contacts
•HIV-infected
•Other risk factors

Where?
•Use of Molecular Epidemiology to 
identify transmission hot-spots
•Real time spatial mapping of MDR cases



1. MDR strains more likely to be transmitted. OR = 5.6
2. Beijing genotype more likely to be transmitted. OR = 12.1
3. Hospitalization associated with transmitted MDR strains  compared 

to transmitted DS strains. OR = 18.3

Among TB cases who failed therapy, 84% were infected with a new DR strain, 
suggesting ongoing transmission of MDR TB.
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Lima, Peru: Study, Health District and Case Locations
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Lima, Peru:Individuals with Genotypes in Clusters of Size 10
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DR TB Priorities

• Early and accurate diagnosis of DR TB to 
improve clinical care.
– Cheap molecular tools useable at local level

• Development of new drugs and protocols for 
testing of drugs in the pipeline.
– Development and testing of new drugs in multiple 
populations

• Molecular and spatial surveillance to identify 
routes of transmission
– Integration of new molecular tools with routine 
surveillance.


